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Overview: Results:
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« Automate the selection of the most suitable type of solid phase micro extraction (SPME) fiber for the Masses and CAS number of compounds added to Spiking Solution #2 for condition optimization testing. The results from the head space analysis of the corn oil samples are shown below. ¥ Blue (CAR/PDMS) over the extraction time period. To look at that question the vial heating time and extraction time were
analysis of a number of contaminants in corn oil and water samples. | S _ The response values in Figures 1 and 2 have been corrected for any response observed for each analyte in 2000000 = Gray (DVB/CAR/PDMS) varied. The results are show in figures 6 and 7
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» Applying the automated workflow described above the total time to identify the most suitable fiber 2,5-Dimethylpyrazine 5910-85-4 26.4
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Figure 5: Comparison of compound responses with the blue CAR/PDMS SPME fiber by head space extrac-
tion using 5, 30, 60 and 120 minute enrichment times.





